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Studying High Risk Plant Pathogenic Bacteria: What
We Do and How?
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CFlA-Regulated bacteria

0 One of the high-risk pathogens regulated by CFIA is Xy/ella
fastidiosa.

U The bacterium Xylella fastidiosa can infect over 360 agricultural and
horticultural plant species.
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Economic Impacts of Xylella

Economic impacts

Xylella fastidiosa subsp. fastidiosa, the causal agent
of Pierce's disease, has been a major constraint for
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Re-classification of Clavibacter michiganensis subspecies on the
basis of whole-genome and multi-locus sequence analyses
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What made the Disease “famous”?
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Distribution of GWD: Historical and
Current

http://farmindustrynews.com/biotech-traits/growers-should-
have-gosss-wilt-radar
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Why re-emergence and rapid
spread of GWD?

50 years
Year 1969 | > Year 2019

O Genetically changed?
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Has the GWD pathogen changed?

Proteome similarities between DOAB395 and DOAB397 to NCPPB 2581 (type
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Strain NCPPB 2581 (1972)

Strain DOAB 397 (2014)

Strain DOAB 395 (2014)
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BLAST similarities

DOAB 397 DOAB 395
NCPPB 2581 91.80% 92.10%
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Pan-genome phylogenetic tree

Clavibacter michiganensis subsp. nebraskensis DOAB 397 (LAKL00000000)
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0 Conclusion: The 2014 Cn strains have changed genetically
and should be incorporated in corn breeding programs
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Nanopore-based Metagenomics analysis of
Cn-infected corn leaves
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Nanopore-based metagenomics data reveal a
Pseudomonas-Clavibacter population shift in Cn-infected leaves.

Healthy field corn leaves

Pseudomonas
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